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24664073.f  ~~~~~~~~~~~~~~~~~~~~~VEIQNLNFTVTNDSVVLTLRNVTFDQEGWYTCLASSGLGRSNSSVYLRVVSPLPPLEI~~~YALLHAHPLGFTLAAITIVALFLLGSAF~~ITFMLRRLRREKLLKLRIETVHQWTKKVIIYRPGGEEGSGCSSGDLQMPVIRIEKQRTTVSTTGTGG~~~~TDPAQGFNEYEFPLDS~ 
31207649.i  LTVTNQLDEKLFRLYHSTLLTLRIRSNQQRDPDNPEVLTLENVTHADEGWYTCIAANSLGATNESAYLQVLDELPPDDTP~TAHPVRTHSTLIMGMTIFLCACFTVLAVI~~VIIVCKKLKREKMKHRAMEHVNQWTKKVIVLK~~~~~~~~~~~~~~~QPVVESSIPGMSEALSGN~~~~~~CDPTM~ISEYEFPIDL~ 
6753858.m   ~~~~~~~~~~~~~~~~LPYLKVLKAAGVNTTDKEIEVLYIRNVTFEDAGEYTCLAGNSIGISFHSAWLTVLP~~~~~APVREKEITASPDYLEIAIYCIGVFLIACMVVT~~VIFCRMKTTTKKPDFSSQPAVHKLTKRIPLRRQVTVSAESSSSMNSNTPLVRITTRLSSTADTPM~~~~~~~~~LAGVSEYELPEDP~ 
FGFR2.h     ~~~~~~~~~~~~~~~~LPYLKVLKAAGVNTTDKEIEVLYIRNVTFEDAGEYTCLAGNSIGISFHSAWLTVLP~~~~~APGREKEITASPDYLEIAIYCIGVFLIACMVVT~~VILCRMKNTTKKPDFSSQPAVHKLTKRIPLRRQVTVSAESSSSMNSNTPLVRITTRLSSTADTPM~~~~~~~~~LAGVSEYELPEDP~ 
34859412.m  ~~~~~~~~~~~~~~~~LPYLKVLKHSGINSSN~~AEVLALFNVTEMDAGEYICKVSNYIGQANQSAWLTVLPK~~QQAPVREKEITASPDYLEIAIYCIGVFLIACMVVT~~VIFCRMKTTTKKPDFSSQPAVHKLTKRIPLRRQVTVSAESSSSMNSNTPLVRITTRLSSTADTPM~~~~~~~~~LAGVSEYELPEDP~ 
1gjo_FGFR2  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~GAMDTPM~~~~~~~~~LAGVSEYELPEDP~ 
30231254.d  ~~~~~~~~~~~~~~~~LPYVRVLKTAGVNTTDKEIEVLYLPNVTFEDAGEYTCLAGNSIGISYHTAWLTVHP~~~~~AETNPIETDYPPDYVEIAIYCIGVFLIACMVVI~~VVVCRMRTSAKKPDFSSQPAVHKLTKQIPLRRQVSS~~DSSSSMSSSTPLVRITTRRSSAHDDP~~~~~~~~~~~~~IPEYDLPEDP~ 
13162333.m  ~~~~~~~~~~~~~~~~LPYDQILKTAGVNTTDKEMEVLHLRNVSFEDAGEYTCLAGNSIGLSHHSAWLTVLE~~~~~ALEERPAVMTSPLYLEIIIYCTGAFLISCMVGS~~VIIYKMKSGTKKSDFHSQMAVHKLAKSIPLRRQVTVSADSSASMNSGVLLVRPS~~RLSSSGTPM~~~~~~~~~LAGVSEYELPEDP~ 
6753856.m   ~~~~~~~~~~~~~~~~LPYVQILKTAGVNTTDKEMEVLHLRNVSFEDAGEYTCLAGNSIGLSHHSAWLTVLE~~~~~ALEERPAVMTSPLYLEIIIYCTGAFLISCMLGS~~VIIYKMKSGTKKSDFHSQMAVHKLAKSIPLRRQVTVSADSSASMNSGVLLVRPS~~RLSSSGTPM~~~~~~~~~LAGVSEYELPEDP~ 
FGFR1.h     ~~~~~~~~~~~~~~~~LPYVQILKTAGVNTTDKEMEVLHLRNVSFEDAGEYTCLAGNSIGLSHHSAWLTVLE~~~~~ALEERPAVMTSPLYLEIIIYCTGAFLISCMVGS~~VIVYKMKSGTKKSDFHSQMAVHKLAKSIPLRRQVTVSADSSASMNSGVLLVRPS~~RLSSSGTPM~~~~~~~~~LAGVSEYELPEDP~ 
1agw_FGFR1  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~M~~~~~~~~~VAGVSEYELPEDP~ 
23308617.d  ~~~~~~~~~~~~~~~~LPYVRALKTAGVNTTDKEMEVLQIRNVSLEDAGEYTCLAGNSIGHSHHSAWLTVYK~~~~~AVP~~PTQLPNQTYLEVLIYCVGFFLICVMVGT~~AVLAKMHSSAKKSDFNSQLAVHKLAKSIPLRRQVTVSVDSSSSMHSGGMLVRPS~~RLSSSGSPM~~~~~~~~~LSGVSEYELPQDP~ 
17865331.m  ~~~~~~~~~~~~~~~~TPYVTVLKTAGANTTDRELEVLSLHNVTFEDAGEYTCLAGNSIGFSHHSAWLVVLP~~~~AEEELMEVDEAGSVYAGVLSYGVGFFLFILVVAA~~VTLCRLRSPPKKG~~LGSPTVHKVSR~FPLKRQVSL~~ESNSSMNSNTPLVRIA~~RLSSGEGPV~~~~~~~~~LANVSELELPADP~ 
6679787.m   ~~~~~~~~~~~~~~~~TPYDTVLKTAGANTTDKELEVLSLHNVTFEDAGEYTCLAGNSIGFSHHSAWLVVLP~~~~AEEELMETDEAGSVYAGVLSYGVVFFLFILVVAA~~VILCRLRSPPKKG~~LGSPTVHKVSR~FPLKRQVSL~~ESNSSMNSNTPLVRIA~~RLSSGEGPV~~~~~~~~~LANVSELELPADP~ 
FGFR3.h     ~~~~~~~~~~~~~~~~TPYVTVLKTAGANTTDKELEVLSLHNVTFEDAGEYTCLAGNSIGFSHHSAWLVVLP~~~~AEEELVEADEAGSVYAGILSYGVGFFLFILVVAA~~VTLCRLRSPPKKG~~LGSPTVHKISR~FPLKRQVSL~~ESNASMSSNTPLVRIA~~RLSSGEGPT~~~~~~~~~LANVSELELPADP~ 
27805803.m  ~~~~~~~~~~~~~~~~TPYVTVLKTAGANTTDKELEVLSLRNVTFEDAGEYTCLAGNSIGFSHHSAWLVVLP~~~~AEEELVEAGEAGGVFAGVLSYGLGFLLFILAVAA~~VTLYRLRSPPKKG~~LGSPAVHKVSR~FPLKRQVSL~~ESSSSMSSNTPLVRIA~~RLSSGEGPT~~~~~~~~~LANVSELELPADP~ 
18858677.d  ~~~~~~~~~~~~~~~~APYVNVLKTAGINTTDKELEILYLTNVSFEDAGQYTCLAGNSIGYNHHSAWLTVLP~~~~AVEMEREDD~~~~~YADILIYVTSCVLFILTMVI~~IILCRMWINTQKT~~LPAPPVQKLSK~FPLKRQVSL~~ESNSSMNSNTPLVRIA~~RLSSSDGPM~~~~~~~~~LPNVSELELPSDP~ 
34873797.m  ~~~~~~~~~~~~~~~~FPYVQVLKTTDINSSE~~VEVLYLRNVSAEDAGEYTCLAGNSIGLSYQSAWLTVLPEA~EEEDLAWTTATSEARYTDIILYVSGSLALVLLLLL~~AGVYHRQAIHGHHS~RQPVTVQKLSR~FPLARQFSL~~ESRSSGKSSLSLVRGV~~RLSSSGPPL~~~~~~~~~LTGLVSLDLPLDP~ 
6679789.m   ~~~~~~~~~~~~~~~~FPYVQVLKTTDINISE~~VQVLYLRNVSAEDAGEYTCLAGNSIGLSYQSAWLTVLPE~~~~EDLTWTTATPEARYTDIILYVSGSLVLLVLLLL~~AGVYHRQVIRGHYS~RQPVTIQKLSR~FPLARQFSL~~ESRSSGKSSLSLVRGV~~RLSSSGPPL~~~~~~~~~LTGLVNLDLPLDP~ 
FGFR4.h     ~~~~~~~~~~~~~~~~FPYVQVLKTADINSSE~~VEVLYLRNVSAEDAGEYTCLAGNSIGLSYQSAWLTVLPE~~~~EDPTWTAAAPEARYTDIILYASGSLALAVLLLL~~AGLYRGQALHGRHP~RPPATVQKLSR~FPLARQFSL~~ESGSSGKSSSSLVRGV~~RLSSSGPAL~~~~~~~~~LAGLVSLDLPLDP~ 
18858679.d  ~~~~~~~~~~~~~~~~IPYVKIVKTGSLNMSE~~VEVLYLTNISMEDAGEYSCLAGNSIGFSHQSAWLTVLSE~~~~EDVAKEVDLMEAKYTDIIIYASGFLALVMAIVI~~VVLCRMQVHPSREP~FDTLPVQKLSK~FPLRRQYSV~~ESNSSGKSSASLMRVA~~RLSSSCSPM~~~~~~~~~LAGVMEFELPYDP~ 
1vr2_A      ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MDPDE~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~LPLDEHCER~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~LPYDAS 
25153127.w  ~~~~~~~~~SAEEYMFNYTEMDTFDKAHVHHVGDESTLTIFNVSLDDQGIYACLSGNSLGMSMANATLTVNEFMAIHLLTGDEPKIDRWTTSDYIFTTILLFLLLAATLFGILFMVCKQTLHKKGFMDDTVGLVARKKRVVVSKRPMNEDNENSDDEPSPYQIQIIETPITKKEAARKQRKRMNSENTVLSEYEVDSDP~ 
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24647821.f  NWELPRSHLVLGATLGEGAFGRVVMAEVN~~~~~~~~~~~~~~~~~~NAIVAVKMVKEGHTDDDIASLVREMEVMKIIGRHINIINLLGCCSQ~NGPLYVIVEYAPHGNLKDFLYKNRPFGRDQDRDSS~~~QPPP~~~~~~~~~SPPAHVITEKDLIKFAHQIARGMDYLASRRCIHRDLAARNVLVSDDYVLKIADFG 
24647819.f  NWELPRSHLVLGATLGEGAFGRVVMAEVN~~~~~~~~~~~~~~~~~~NAIVAVKMVKEGHTDDDIASLVREMEVMKIIGRHINIINLLGCCSQ~NGPLYVIVEYAPHGNLKDFLYKNRPFGRDQDRDSS~~~QPPP~~~~~~~~~SPPAHVITEKDLIKFAHQIARGMDYLASRRCIHRDLAARNVLVSDDYVLKIADFG 
24647817.f  NWELPRSHLVLGATLGEGAFGRVVMAEVN~~~~~~~~~~~~~~~~~~NAIVAVKMVKEGHTDDDIASLVREMEVMKIIGRHINIINLLGCCSQ~NGPLYVIVEYAPHGNLKDFLYKNRPFGRDQDRDSS~~~QPPP~~~~~~~~~SPPAHVITEKDLIKFAHQIARGMDYLASRRCIHRDLAARNVLVSDDYVLKIADFG 
24664073.f  NWEIPRQQLSLGSILGEGAFGRVVMAEAEG~~~~~~~~~LPRSPQLAETIVAVKMVKEEHTDTDMASLVREMEVMKMIGKHINIINLLGCCSQ~GGPLWVIVEYAPHGNLKDFLKQNRPGAPQRRSDSDGYLDDKP~~~~~~~~~LISTQHLGEKELTKFAFQIARGMEYLASRRCIHRDLAARNVLVSDGYVMKIADFG 
31207649.i  NWEFPRNKLHLGKSLGEGMFGKVVMAEAHG~~~~~~~~~LVKG~~HPSTVVAVKMLKEGHTDADVKDLVCEMEVMKMIGKHVNIINLLGCCCK~DGPLYVIVEYAPHGNLKNFLRSHRFGSNYEATNEK~~~~~~~~~~~~~~~~~~EKKILTQKELISFAYQIARGMEHLASRRCIHRDLAARNILVSDNYVMKIADFG 
6753858.m   KWEFPRDKLTLGKPLGEGCFGQVVMAEAVG~~~~~~~~~IDKDKPKEAVTVAVKMLKDDATEKDLSDLVSEMEMMKMIGKHKNIINLLGACTQ~DGPLYVIVEYASKGNLREYLRARRPPGMEYSYDIN~~~~~~~~~~~~~~~~RVPEEQMTFKDLVSCTYQLARGMEYLASQKCIHRDLAARNVLVTENNVMKIADFG 
FGFR2.h     KWEFPRDKLTLGKPLGEGCFGQVVMAEAVG~~~~~~~~~IDKDKPKEAVTVAVKMLKDDATEKDLSDLVSEMEMMKMIGKHKNIINLLGACTQ~DGPLYVIVEYASKGNLREYLRARRPPGMEYSYDIN~~~~~~~~~~~~~~~~RVPEEQMTFKDLVSCTYQLARGMEYLASQKCIHRDLAARNVLVTENNVMKIADFG 
34859412.m  KWEFPRDKLTLGKPLGEGCFGQVVMAEAVG~~~~~~~~~IDKDRPKEAVTVAVKMLKDDATEKDLSDLVSEMEMMKMIGKHKNIINLLGACTQ~DGPLYVIVEYASKGNLREYLRARRPPGMEYSYDIN~~~~~~~~~~~~~~~~RVPEEQMTFKDLVSCTYQLARGMEYLASQKCIHRDLAARNVLVTENNVMKIADFG 
1gjo_FGFR2  KWEFPRDKLTLGKPLGEGCFGQVVMAEAVG~~~~~~~~~IDKDKPKEAVTVAVKMLKDDATEKDLSDLVSEMEMMKMIGKHKNIINLLGACTQ~DGPLYVIVEYASKGNLREYLRARRPPGMEYSYDIN~~~~~~~~~~~~~~~~RVPEEQMTFKDLVSCTYQLARGMEYLASQKCIHRDLAARNVLVTENNVMKIADFG 
30231254.d  RWEFSRDKLTLGKPLGEGCFGQVVMAEALG~~~~~~~~~IDKDKPKEAVTVAVKMLKDDATEKDLSDLVSEMEMMKMIGRHKNIINLLGACTQ~DGPLYVIVEYASKGNLREYLRARRPPGMEYSYDIA~~~~~~~~~~~~~~~~RVSDEPLTFKDLVSCTYQVARGMEYLASQKCIHRDLAARNVLVTESNVMKIADFG 
13162333.m  RWELPRDRLVLGKPLGEGCFGQVVLAEAIG~~~~~~~~~LDKDKPNRVTKVAVKMLKSDATEKDLSDLISEMEMMKMIGKHKNIINLLGACTQ~DGPLYVIVEYASKGNLREYLQARRPPGLEYCYNPS~~~~~~~~~~~~~~~~HNPEEQLSSKDLVSCAYQVARGMEYLASKKCIHRDLAARNVLVTEDNVMKIADFG 
6753856.m   RWELPRDRLVLGKPLGEGCFGQVVLAEAIG~~~~~~~~~LDKDKPNRVTKVAVKMLKSDATEKDLSDLISEMEMMKMIGKHKNIINLLGACTQ~DGPLYVIVEYASKGNLREYLQARRPPGLEYCYNPS~~~~~~~~~~~~~~~~HNPEEQLSSKDLVSCAYQVARGMEYLASKKCIHRDLAARNVLVTEDNVMKIADFG 
FGFR1.h     RWELPRDRLVLGKPLGEGCFGQVVLAEAIG~~~~~~~~~LDKDKPNRVTKVAVKMLKSDATEKDLSDLISEMEMMKMIGKHKNIINLLGACTQ~DGPLYVIVEYASKGNLREYLQARRPPGLEYCYNPS~~~~~~~~~~~~~~~~HNPEEQLSSKDLVSCAYQVARGMEYLASKKCIHRDLAARNVLVTEDNVMKIADFG 
1agw_FGFR1  RWELPRDRLVLGKPLGEGAFGQVVLAEAIG~~~~~~~~~LDKDKPNRVTKVAVKMLKSDATEKDLSDLISEMEMMKMIGKHKNIINLLGACTQ~DGPLYVIVEYASKGNLREYLQARRPPGLEYSYNPS~~~~~~~~~~~~~~~~HNPEEQLSSKDLVSCAYQVARGMEYLASKKCIHRDLAARNVLVTEDNVMKIADFG 
23308617.d  RWEVQRDRLVLGKPLGEGCFGQVMMAEAMG~~~~~~~~~MDKEKPNRITKVAVKMLKSDATEKDLSDLISEMEMMKIIGKHKNIINLLGACTQ~DGPLYVIVEFAAKGNLREYLRVRRPPGMEYCYNPD~~~~~~~~~~~~~~~~QVPVENMSIKDLVSCAYQVARGMEYLASKKCIHRDLAARNVLVTEDNVMKIADFG 
17865331.m  KWELSRTRLTLGKPLGEGCFGQVVMAEAIG~~~~~~~~~IDKDRTAKPVTVAVKMLKDDATDKDLSDLVSEMEMMKMIGKHKNIINLLGACTQ~GGPLYVLVEYAAKGNLREFLRARRPPGMDYSFDAC~~~~~~~~~~~~~~~~RLPEEQLTCKDLVSCAYQVARGMEYLASQKCIHRDLAARNVLVTEDNVMKIADFG 
6679787.m   KWELSRTRLTLGKPLGEGCFGQVVMAEAIG~~~~~~~~~IDKDRTAKPVTVAVKMLKDDATDKDLSDLVSEMEMMKMIGKHKNIINLLGACTQ~GGPLYVLVEYAAKGNLREFLRARRPPGMDYSFDAC~~~~~~~~~~~~~~~~RLPEEQLTCKDLVSCAYQVARGMEYLASQKCIHRDLAARNVLVTEDNVMKIADFG 
FGFR3.h     KWELSRARLTLGKPLGEGCFGQVVMAEAIG~~~~~~~~~IDKDRAAKPVTVAVKMLKDDATDKDLSDLVSEMEMMKMIGKHKNIINLLGACTQ~GGPLYVLVEYAAKGNLREFLRARRPPGLDYSFDTC~~~~~~~~~~~~~~~~KPPEEQLTFKDLVSCAYQVARGMEYLASQKCIHRDLAARNVLVTEDNVMKIADFG 
27805803.m  KWELSRARLTLGKPLGEGCFGQVVMAEAIG~~~~~~~~~IDKDRAAKPVTVAVKMLKDDATDKDLSDLVSEMEMMKMIGKHKNIINLLGACTQ~GGPLYVLVEYAAKGNLREYLRARRPPGTDYSFDTC~~~~~~~~~~~~~~~~RLPEEQLTFKDLVSCAYQVARGMEYLASQKCIHRDLAARNVLVTEDNVMKIADFG 
18858677.d  KWEFTRTKLTLGKPLGEGCFGQVVMAEAIG~~~~~~~~~IDKEKPNKPLTVAVKMLKDDGTDKDLSDLVSEMEMMKMIGKHKNIINLLGACTQ~DGPLYVLVEYASKGNLREYLRARRPPGMDYSFDTC~~~~~~~~~~~~~~~~KIPNETLTFKDLVSCAYQVARGMEYLASKKCIHRDPAARNVLVTEDNVMKIADFG 
34873797.m  LWEFPRDRLVLGKPLGEGCFGQVVRAEALG~~~~~~~~~MDSSRPDQTSTVAVKMLKDNASDKDLADLISEMEMMKLIGRHKNIINLLGVCTQ~EGPLYVIVEYAAKGNLREFLRARRPPGPDLSPDGP~~~~~~~~~~~~~~~~RSSEGPLSFPALVSCAYQVARGMQYLESRKCIHRDLAARNVLVTEDDVMKIADFG 
6679789.m   LWEFPRDRLVLGKPLGEGCFGQVVRAEAFGQVVRAEAFGMDPSRPDQTSTVAVKMLKDNASDKDLADLVSEMEVMKLIGRHKNIINLLGVCTQ~EGPLYVIVECAAKGNLREFLRARRPPGPDLSPDGP~~~~~~~~~~~~~~~~RSSEGPLSFPALVSCAYQVARGMQYLESRKCIHRDLAARNVLVTEDDVMKIADFG 
FGFR4.h     LWEFPRDRLVLGKPLGEGCFGQVVRAEAFG~~~~~~~~~MDPARPDQASTVAVKMLKDNASDKDLADLVSEMEVMKLIGRHKNIINLLGVCTQ~EGPLYVIVECAAKGNLREFLRARRPPGPDLSPDGP~~~~~~~~~~~~~~~~RSSEGPLSFPVLVSCAYQVARGMQYLESRKCIHRDLAARNVLVTEDNVMKIADFG 
18858679.d  DWEFPRENLTLGKPLGEGCFGQVVRAEAYG~~~~~~~~~INKENQDHMATVAVKMLKDDATDKDLADLISEMELMKVMDKHKNIINLLGVCTQ~DGPLYVLVEYASKGSLREYLRARRPPGMDYTFDVT~~~~~~~~~~~~~~~~KVPEEQLTFKDLVSCAYQVARGMEYLASKRCIHRDLAARNVLVTEDNVMKIADFG 
1vr2_A      KWEFPRDRLKLGKPLGRGAFGQVIEADAFG~~~~~~~~~IDKTATCR~~TVAVKMLKEGATHSEHRALMSELKILIHIGHHLNVVNLLGACTKPGGPLMVIVEFCKFGNLSTYLRSKRNEFVPYKVAPE~~~~~~~~~~~~~~~~DLYKDFLTLEHLICYSFQVAKGMEFLASRKCIHRDLAARNILLSEKNVVKICDFG 
25153127.w  VWEVERSKLSLVHMLGEGAFGEVWKATYKET~~~~~~~~~~~~~ENNEIAVAVKKLKMSAHEKELIDLVSEMETFKVIGEHENVLRLIGCCTG~AGPLYVVVELCKHGNLRDFLRAHRPKEEKAKKSSQELTDYLEPRKASDKDDIELIPNLTQRHLVQFAWQVAQGMNFLASKKIIHRDLAARNVLVGDGHVLKISDFG 
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24647821.f  LARDIQSTDYYRKNTNGRLPIKWMAPESLQEKFYDSKSDVWSYGILLWEIMTYGQQPYPTIMSAEELYTYLMSGQRMEKPAKCSMNIYILMRQCWHFNADDRPPFTEIVEYMDKLLQTK~~~~~~~EDYLDVDIANLDTPP~~~~~~~~~~~~~~~~~~~~~~STSDEEED~~~~~~~ETDNLQKWCNY~~~~~~~~~~~ 
24647819.f  LARDIQSTDYYRKNTNGRLPIKWMAPESLQEKFYDSKSDVWSYGILLWEIMTYGQQPYPTIMSAEELYTYLMSGQRMEKPAKCSMNIYILMRQCWHFNADDRPPFTEIVEYMDKLLQTK~~~~~~~EDYLDVDIANLDTPP~~~~~~~~~~~~~~~~~~~~~~STSDEEED~~~~~~~ETDNLQKWCNY~~~~~~~~~~~ 
24647817.f  LARDIQSTDYYRKNTNGRLPIKWMAPESLQEKFYDSKSDVWSYGILLWEIMTYGQQPYPTIMSAEELYTYLMSGQRMEKPAKCSMNIYILMRQCWHFNADDRPPFTEIVEYMDKLLQTK~~~~~~~EDYLDVDIANLDTPP~~~~~~~~~~~~~~~~~~~~~~STSDEEED~~~~~~~ETDNLQKWCNY~~~~~~~~~~~ 
24664073.f  LARDIQDTEYYRKNTNGRLPIKWMAPESLQEKKYDSQSDVWSYGVLLWEIMTYGDQPYPHILSAEELYSYLITGQRMEKPAKCSLNIYVVMRQCWHFESCARPTFAELVESFDGILQQASSNP~~NDAYLDLSMPMLETPP~~~~~~~~~~~~~~~~~~~~~~SSGDEDDGSDTETFRETSPLRYQYTYKFN~~~~~~~~ 
31207649.i  LARDIHDQEYYRKTTTGKLPIRWMAPESLEEKFYDSQSDVWSFGVLLWEIMTLGGNPYPSIPTWDNLLEHLKKGKRMEKPPLCSIEIYLFMRECWHYRPEERPTFSEIVQHLDRLVSITS~~~~~NEEYLDL~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
6753858.m   LARDINNIDYYKKTTNGRLPVKWMAPEALFDRVYTHQSDVWSFGVLMWEIFTLGGSPYPGIPVEELFK~LLKEGHRMDKPTNCTNELYMMMRDCWHAVPSQRPTFKQLVEDLDRILTLTTN~~~~~EEYLDLTQPLEQYSP~~~~~~~~~~~~~~~~~~~~~~SYPDTSSS~CSSGDDSVFSPDPMPYEPCLPQYP~HIN 
FGFR2.h     LARDINNIDYYKKTTNGRLPVKWMAPEALFDRVYTHQSDVWSFGVLMWEIFTLGGSPYPGIPVEELFK~LLKEGHRMDKPANCTNELYMMMRDCWHAVPSQRPTFKQLVEDLDRILTLTTN~~~~~EEYLDLSQPLEQYSP~~~~~~~~~~~~~~~~~~~~~~SYPDTRSS~CSSGDDSVFSPDPMPYEPCLPQYP~HIN 
34859412.m  LARDINNIDYYKKTTNGRLPVKWMAPEALFDRVYTHQSDVWSFGVLMWEIFTLGGSPYPGIPVEELFK~LLKEGHRMDKPTNCTNELYMMMRDCWHAVPSQRPTFKQLVEDLDRILTLTTN~~~~~EEYLDLTQPLEQYSP~~~~~~~~~~~~~~~~~~~~~~SYPDTRSS~CSSGDDSVFSPDPMPYDPCLPQYP~HIN 
1gjo_FGFR2  LARDINNIDYYKKTTNGRLPVKWMAPEALFDRVYTHQSDVWSFGVLMWEIFTLGGSPYPGIPVEELFK~LLKEGHRMDKPANCTNELYMMMRDCWHAVPSQRPTFKQLVEDLDRILTLTTN~~~~~EE~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
30231254.d  LARDVHNIDYYKKTTNGRLPVKWMAPEALFDRVYTHQSDVWSFGVLMWEIFTLGGSPNPGIPVEELFK~LLKEGHRMDKPANCTNELYMMMKDCWHAISSHRPTFKQLVEDLDRILTLATN~~~~~EEYLDLCAPVEQYSP~~~~~~~~~~~~~~~~~~~~~~SFPDTRSS~SSSGDDSVFSHDPLADEPCLPKYQ~HIN 
13162333.m  LARDIHHIDYYKKTTNGRLPVKWMAPEALFDRIYTHQSDVWSFGVLLWEIFTLGGSPNPGVPVEELFK~LLKEGHRMDKPSNCTNELYMMMRDCWNAVPSQRPTFKQLVEDLDRIVALTSN~~~~~QEYLDLSMPLDQDSP~~~~~~~~~~~~~~~~~~~~~~SFPDTRSSTCSSGEDSVFSHEPFPEEPCLPRHPTQLA 
6753856.m   LARDIHHIDYYKKTTNGRLPVKWMAPEALFDRIYTHQSDVWSFGVLLWEIFTLGGSPYPGVPVEELFK~LLKEGHRMDKPSNCTNELYMMMRDCWHAVPSQRPTFKQLVEDLDHIVALTSN~~~~~QEYLDLSIPLDQYSP~~~~~~~~~~~~~~~~~~~~~~SFPDTRSSTCSSGEDSVFSHEPLPEEPCLPRHPTQLA 
FGFR1.h     LARDIHHIDYYKKTTNGRLPVKWMAPEALFDRIYTHQSDVWSFGVLLWEIFTLGGSPYPGVPVEELFK~LLKEGHRMDKPSNCTNELYMMMRDCWHAVPSQRPTFKQLVEDLDRIVALTSN~~~~~QEYLDLSMPLDQYSP~~~~~~~~~~~~~~~~~~~~~~SFPDTRSSTCSSGEDSVFSHEPLPEEPCLPRHPAQLA 
1agw_FGFR1  LARDIHHIDYYKKTTNGRLPVKWMAPEALFDRIYTHQSDVWSFGVLLWEIFTLGGSPYPGVPVEELFK~LLKEGHRMDKPSNCTNELYMMMRDCWHAVPSQRPTFKQLVEDLDRIVALTSN~~~~~QE~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
23308617.d  LARDIHHIDYYKKTTNGRLPVKWMAPEALFDRIYTHQSDVWSFGVLLWEIFTLGGSPYPGVPVEELFK~LLKEGHRMDRPSTCTHELYMMMRDCWHAVPSQRPTFKQLVEDLDRTLSMTSN~~~~~QEYLDLSVSLDQFSP~~~~~~~~~~~~~~~~~~~~~~NFPDTRSSTCSSGEDSVFSHDAGADEPCLPKFPPHPN 
17865331.m  LARDVHNLDYYKKTTNGRLPVKWMAPEALFDRVYTHQSDVWSFGVLLWEIFTLGGSPYPGIPVEELFK~LLKEGHRMDKPANCTHDLYMIMRECWHAVPSQRPTFKQLVEDLDRILTVTST~~~~~DEYLDLSVPFEQYSP~~~~~~~~~~~~~~~~~~~~~~GGQDTPSS~SSSGDDSVFTHDLLPPGP~~~~~~~PSN 
6679787.m   LARDVHNLDYYKKTTNGRLPVKWMAPEALFDRVYTHQSDVWSFGVLLWEIFTLGGSPYPGIPVEELFK~LLKEGHRMDKPASCTHDLYMIMRECWHAVPSQRPTFKQLVEDLDRILTVTST~~~~~DEYLDLSVPFEQYSP~~~~~~~~~~~~~~~~~~~~~~GGQDTPSS~SSSGDDSVFTHDLLPPGP~~~~~~~PSN 
FGFR3.h     LARDVHNLDYYKKTTNGRLPVKWMAPEALFDRVYTHQSDVWSFGVLLWEIFTLGGSPYPGIPVEELFK~LLKEGHRMDKPANCTHDLYMIMRECWHAAPSQRPTFKQLVEDLDRVLTVTST~~~~~DEYLDLSAPFEQYSP~~~~~~~~~~~~~~~~~~~~~~GGQDTPSS~SSSGDDSVFAHDLLPPAP~~~~~~~PSS 
27805803.m  LARDVHNLDYYKKTTNGRLPVKWMAPEALFDRVYTHQSDVWSFGVLLWEIFTLGGSPYPGIPVEELFK~LLKEGHRMDKPANCTHDLYMIMRECWHAAPSQRPTFKQLVEDLDRVLTVTST~~~~~DEYLDLSVPFEQYSP~~~~~~~~~~~~~~~~~~~~~~GGQDTPSS~GSSGDDSVFAHDLLPPAP~~~~~~~SGS 
18858677.d  LARDVHNIDYYKKTTNGRLPVKWMAPEALFDRVYTHQSDVWSYGVLLWEIFTLGGSPYPGIPVEELFK~LLKEGHRMDKPANCTHELYMIMRECWHAVPSQRPTFRQLVEDHDRVLSMTST~~~~~DEYLDLSVPFEQYSP~~~~~~~~~~~~~~~~~~~~~~TCPDSNST~CSSGDDSVFAHDPLPEEPCLPKHH~HSN 
34873797.m  LARGVHHIDYYKKTSNGRLPVKWMAPEALFDRVYTHQSDVWSFGILLWEIFTLGGSPYPGIPVEELFS~LLREGHRMERPPNCPSELYGLMRECWHAAPSQRPTFKQLVEALDKVLLAVS~~~~~~EEYLDLRLTFGPYSP~~~~~~~~~~~~~~~~~~~~~~NNGDASST~CSS~SDSVFSHDPLPLEPSPFPFPEAQT 
6679789.m   LARGVHHIDYYKKTSNGRLPVKWMAPEALFDRVYTHQSDVWSFEILLWEIFTLGGSPYPGIPVEELFS~LLREGHRMERPPNCPSELYGLMRECWHAAPSQRPTFKQLVEALDKVLLAVS~~~~~~EEYLDLRLTFGPFSP~~~~~~~~~~~~~~~~~~~~~~SNGDASST~CSS~SDSVFSHDPLPLEPSPFPFSDSQT 
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